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`   Software

Policy information about availability of computer code

7. Software

Describe the software used to analyze the data in this 

study. 

TensorFlow and python scripts.

For manuscripts utilizing custom algorithms or software that are central to the paper but not yet described in the published literature, software must be made 

available to editors and reviewers upon request. We strongly encourage code deposition in a community repository (e.g. GitHub). Nature Methods guidance for 

providing algorithms and software for publication provides further information on this topic.

`   Materials and reagents

Policy information about availability of materials

8.   Materials availability

Indicate whether there are restrictions on availability of 

unique materials or if these materials are only available 

for distribution by a for-profit company.

No unique materials were used.

9.   Antibodies

Describe the antibodies used and how they were validated 

for use in the system under study (i.e. assay and species).

No antibodies were used.

10. Eukaryotic cell lines

a.  State the source of each eukaryotic cell line used. No cell lines were used.

b.  Describe the method of cell line authentication used. No cell lines were used.

c.  Report whether the cell lines were tested for 

mycoplasma contamination.
No cell lines were used.

d.  If any of the cell lines used are listed in the database 

of commonly misidentified cell lines maintained by 

ICLAC, provide a scientific rationale for their use.

No cell lines were used.

`    Animals and human research participants

Policy information about studies involving animals; when reporting animal research, follow the ARRIVE guidelines

11. Description of research animals

Provide details on animals and/or animal-derived 

materials used in the study.

No animals were used.
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